[High frequency mutation of p53 gene in human gastric cancer and precancerous lesions].
To determine the frequency and type of p53 gene mutation with the progression of human gastric carcinogenesis. Single strand conformation polymorphism (SSCP) and DNA sequencing were performed on 56 biopsied tissues, including gastric cancer (n = 23), dysplasia (Dys, n = 16) and intestinal metaplasia (IM, n = 17). p53 gene mutation was detected in 60.1% of cancer, 31.3% of Dys and 11.8% of IM. Mutations covered exon 5-8 without hot spot. GC-->AT transitions (30.4%) and GC-->TA transversions (26.1%) were the major patterns of p53 mutation. Missense (73.9%) and frame shift mutations covered 86.9% of all mutations. In the process of human gastric carcinogenesis, multiple factors are involved in p53 gene mutations. The mutation rate increases with the progression of malignant changes in the gastric mucosa. Missense and frame shift mutations are possibly the major cause of p53 inactivation.